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Malaria

World Malaria Report (2024). WHO



The big challenge of malaria elimination

Plasmodium falciparum Plasmodium vivax 

More virulent and lethal

Easier to detect and control

Less virulent and lethal

Highly diverse genomeLess diverse genome

Dormant infection/reactivationNo dormant infection

Anti-malarial drugs are efficacious 

Less easy to detect and control

Anti-malarial drugs are less efficacious 



Global distribution of P. falciparum

Weiss DJ et al. Lancet. 2025;405(10483):979-990.



Global distribution of P. vivax
Plasmodium vivax

Weiss DJ et al. Lancet. 2025;405(10483):979-990.



Identifying individuals with dormant infections

Plasmodium falciparum Plasmodium vivax 

More virulent and lethal

Easier to detect and control

Less virulent and lethal

Highly diverse genomeLess diverse genome

Dormant infection/reactivationNo dormant infection

Anti-malarial drugs are efficacious 

Less easy to detect and control

Anti-malarial drugs are less efficacious 

Treating 
people
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Basic idea
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Two clinical trials (Madagascar and Ethiopia)



PvSTATEM

http://pvstatem.eu

http://pvstatem.eu


Project partners

France UK Ethiopia Madagascar

Ireland Switzerland Italy Australia Poland



Serological data is central to the project
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Data is generated in batches
Calibration curve
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Challenges

Ensure high quality within a batch (calibration curve/bead counts)


Ensure comparability among batches (calibration curve/data normalisation)


Ensure feasibility to large number of samples (e.g., n~3500 samples at 

baseline in Madagascar) and of analytes (e.g., ~8 antibodies in PvSTATEM)


No software available for processing serological data (Opportunity)


serostat 



SerolyzeR package for R

Current 
version 

1.4.1

ggplot2 
(Plotting) 

nlpr  
(N-parameter logistic 

regression)



Software development team

Tymoteusz Kwiecinski Jakub Grzywaczewski Mateusz Nizwantowski 



Overview

Very important! 
Feedback and testing from lab 

researchers with different R 
skills/knowledge.  

Very important! 
Wiki page with comprehensive 

tutorials. 

Very important! 
Shiny apps.



Take-home messages
Research-driven opportunities

Utilisation of the package beyond PvSTATEM (e.g., sero-surveillance of multiple infectious diseases). 

Increase data quality and the quality of the subsequent research output

Creation of a new package with automated functionality on serological data processing.

Standardise data labelling and quality control protocols

Possible Impact

Collect information on research protocols related to serological data and their processing. 

To work with strong research groups who are in the forefront of generation data 



Opportunity to impact public health
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